Protein Secondary Structure Questions:

1. What is meant by peptide “backbone”?

2. When viewing an “(-carbon trace”, are you looking at actual bonding in the protein?

3. How many AA residues/turn are there in an (-helix?

4. Name three important interactions that stabilize helical folding.

5. What does amphipathic mean?

6. How do you think an amphipathic helix would fold with the rest of the protein in an aqueous environment?

7. Is a (-sheet absolutely flat? Why or why not?

8. What is another term for extended length polypeptide chain?

9. Where do the sidechains project  in a (-sheet?

10. Why don’t sidechains project in between the (-strands of a (-sheet?

11. What information can you gather from the nomenclature of a 310 helix?

12. Describe a (-hairpin.

